Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.027; wR factor = 0.081; data-to-parameter ratio = 29.9.
The P atom in the title compound, C 15 H 18 NO 3 P, is in a distorted tetrahedral P(O)(O) 2 N environment; the bond angles at P are in the range 98. 16 (6)-115.82 (6) . In the crystal, adjacent molecules are linked via N-HÁ Á ÁO P hydrogen bonds into a chain running parallel to the b axis. The methyl groups are disordered over two sets of sites in a 0.677 (14):0.323 (14) ratio. The crystal studied was a nonmerohedral twin with a refined minor component of 22.31 (4)%.
Related literature
For bond lengths and angles in a related structure, see: Sabbaghi et al. (2011) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). The P═O (1.4602 (11) Å), P-O (1.5858 (11) and 1.5896 (11) Å) and P-N (1.6043 (14) Å) bond lengths are within the expected values (Sabbaghi et al., 2011) .
The P atom adopts a distorted tetrahedral configuration (Fig. 1) . The bond angles at the P atom vary in the range 98.16 In the crystal structure, molecules are linked via N-H···O═P hydrogen bonds into extended chains running parallel to the b axis (Table 1) .
To a solution of [C 6 H 5 O] 2 P(O)Cl (2 mmol) in dry CH 3 CN (30 ml), a solution of isopropylamine (4 mmol) in the same solvent (5 ml) was added at ice bath temperature under stirring. After 4 h, the solvent was removed and the product was washed with distilled water and recrystallized from CH 3 CN/n-C 6 H 14 (4:1) at room temperature. The single crystals suitable for X-ray analysis were obtained from this solution after a few days at room temperature.
Refinement
The crystal sample was non-merohedrally twinned. Using data reduction software, a HKLF 5 file was produced for a two-component twin and used in the refinement. The fractional contribution of the minor twin component converged to 0.2231 (4). All carbon bound H atoms were placed at calculated positions and were refined as riding with their U iso set to either 1.2U eq or 1.5U eq (methyl) of the respective carrier atoms; in addition, the methyl H atoms were allowed to rotate about the C-C bond. Nitrogen bound H atom was located in a difference Fourier map and its position was refined while the N-H distance was fixed at 0.88 Å and the U iso set to 1.2U eq of N1. The disordered methyl groups were modeled over two sites while restraining their anisotropic displacement parameters to be approximately isotropic (ISOR). To maintain a correct hydrogen geometry, a dummy atom with zero occupancy was created and constrained to share the same site (EXYZ) and anisotropic displacement parameters (EADP) with a fully occupied carbon atom bound to N1. 
Computing details

Figure 1
The molecular structure of the title compound with ellipsoids shown at the 50% probability level and H atoms are drawn as small spheres of arbitrary radii. The minor component of disordered part has been omitted for clarity and only one orientation is shown for the disordered part.
Diphenyl (isopropylamido)phosphate
Crystal data 6226 independent reflections 6040 reflections with I > 2σ(I) R int = 0.000 θ max = 25.0°, θ min = 3.8°h 
